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Figure S1. Volcano plot of gene expression association with incident AF
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Reference smoker, height, weight, systolic blood pressure, diastolic blood pressure, prevalent diabetes mellitus, prevalent myocardial infarction, prevalent heart failure and antihypertensive treatment. Figure S1 . Volcano plot of gene expression association with incident AF Each dot represents one gene. The x-axis represents the beta of each gene, whereas the y-axis represents the log 10 (P value). Positive beta represents that the gene expression was associated with increased hazard of incident AF, whereas negative betas represent that the gene expression was associated with decreased hazard of incident AF. No gene reached the significant cutoff (FDR<0.05).
